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<210> 1 

<211> 1605 

<212> DNA 

<213> Sus scrofa 



<400> 1 

ctgggagggg cggccacagg agctgggagg aaaagagatc ccactgtgtg ccggctgcga 60 
ccagcacatc ctggaccgct tcatcctcaa ggctctggac cgccactggc acagcaagtg 120 
cctcaagtgc agtgactgcc acacgccgct ggccgagcgc tgcttcagcc gcggagagag 18 0 
cctctactgc aaggacgact tcttcaagcg cttcgggacc aagtgcgccg cgtgccagct 24 0 
gggcatcccg cccacgcagg tggtgcgccg cgcccaggac ttcgtgtacc acctgcactg 300 
cttcgcctgc gtcgtgtgca agcggcagct ggccacgggc gacgagttct acctcatgga 360 
ggacagccgg ctcgtgtgca aggccgacta cgagaccgcc aagcagcgag aggccgaggc 42 0 
cacggccaag cggccgcgca cgaccatcac ggccaagcag ctggagacgc tgaagagcgc 48 0 
ctacaacacg tcgcccaagc ccgcgcgcca cgtgcgcgag cagctctcct ccgagaccgg 54 0 
cctggacatg cgcgtcgtgc aggtgtggtt ccagaaccgc cgggccaagg aaaagcggct 600 
caagaaggac gccggccggc agcgctgggg ccagtacttt cgtaacatga agcgcgcccg 660 
cggtggctcc aagtcggaca aggacagcgt ccaggaggag gggcaggaca gtgacgccga 72 0 
ggtctccttc acagacgagc catccatggc cgaaatgggc cctgccaacg gcctctacgg 780 
cggcctgggg gagcctgccc ctgccttggg ccggccctcg ggggccccgg gcagcttccc 84 0 
gctggagcac ggaggcctgg cgggcccgga gcagtatgga gagctgcgcc ccagcagccc 900 
ctacggtgtc ccctcgtcgc ccgccgccct gcagagcctc cctggccccc agcccctcct 960 
ctccagcttg gtgtacccgg aggctggctt ggggcttgtg cccgcggggc ccccaggtgg 102 0 
gcccccaccc atgagggtgc tggcagggaa cggacccagc tccgacctat ccacggggag 1080 
cagtgggggc taccccgact tccctgccag tcccgcctcc tggctggacg aggtggatca 114 0 
cgctcagttc tgactgaggc cccagctccg tggagcacca gacacgagca ctgcccctgg 1200 
ctgggtggtc gggagccgcg ctctcctttc ccgaagccct gggcctctaa aggacacagg 1260 
gtcaccggcg gggcacaggc tgaggactgt ccagcccggc ggccctggcc ccgggcagag 1320 
ggactttctc ccggtctcga ggctccttct gggacaaggg gagccacctg gtggctgctc 13 80 



1 



agcaagcctt gttttgtaag cagattcctc 
gctgctcttt ctagaccgga gtggtcagcc 
cccagagcag cacagccctc agactggaag 
acgaactgtg cttccatttc ccagcttcct 



cctttatcaa ccaaaattaa ctgagtgctt 1440 
cccgaagccg gggagggggg ctctccccag 1500 
atgctttaat ttttaaaatt aaaaaataat 1560 
ctgtctagtt ctgcc 1605 



<210> 2 
<211> 383 
<212> PRT 
<213> Sus scrofa 

<400> 2 

Trp Glu Gly Arg Pro Gin Glu Leu Gly Gly Lys Glu lie Pro Leu Cys 
15 10 15 

Ala Gly Cys Asp Gin His lie Leu Asp Arg Phe lie Leu Lys Ala Leu 
20 25 30 



Asp Arg His Trp His Ser Lys Cys 
35 40 

Pro Leu Ala Glu Arg Cys Phe Ser 
50 55 

Asp Asp Phe Phe Lys Arg Phe Gly 
65 70 

Gly lie Pro Pro Thr Gin Val Val 

85 

His Leu His Cys Phe Ala Cys Val 
100 



Leu Lys Cys Ser Asp Cys His Thr 

45 

Arg Gly Glu Ser Leu Tyr Cys Lys 
60 

Thr Lys Cys Ala Ala Cys Gin Leu 
75 80 

Arg Arg Ala Gin Asp Phe Val Tyr 
90 95 

Val Cys Lys Arg Gin Leu Ala Thr 
105 110 



Gly Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu Val Cys Lys Ala 
115 120 125 

Asp Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala Thr Ala Lys Arg 
130 135 140 

Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr Leu Lys Ser Ala 
145 150 155 160 

Tyr Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg Glu Gin Leu Ser 

165 170 175 

Ser Glu Thr Gly Leu Asp Met Arg Val Val Gin Val Trp Phe Gin Asn 
180 185 190 

Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg Gin Arg 
195 200 205 

Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ala Arg Gly Gly Ser Lys 
210 215 220 



Ser Asp Lys Asp Ser Val Gin Glu Glu Gly Gin Asp Ser Asp Ala Glu 
225 230 235 240 



Val Ser Phe Thr 



Gly Leu Tyr Gly 
260 

Ser Gly Ala Pro 
275 

Pro Glu Gin Tyr 
290 

Ser Ser Pro Ala 
305 

Ser Ser Leu Val 



Pro Pro Gly Gly 
340 

Ser Ser Asp Leu 
355 

Ala Ser Pro Ala 
370 



Asp Glu Pro Ser 
245 

Gly Leu Gly Glu 



Gly Ser Phe Pro 
280 

Gly Glu Leu Arg 
295 

Ala Leu Gin Ser 
310 

Tyr Pro Glu Ala 
325 

Pro Pro Pro Met 



Ser Thr Gly Ser 
360 

Ser Trp Leu Asp 
375 



Met Ala Glu Met 
250 

Pro Ala Pro Ala 
265 

Leu Glu His Gly 



Pro Ser Ser Pro 
300 

Leu Pro Gly Pro 
315 

Gly Leu Gly Leu 
330 

Arg Val Leu Ala 
345 

Ser Gly Gly Tyr 



Glu Val Asp His 
380 



Gly Pro Ala Asn 
255 

Leu Gly Arg Pro 
270 

Gly Leu Ala Gly 
285 

Tyr Gly Val Pro 



Gin Pro Leu Leu 
320 

Val Pro Ala Gly 
335 

Gly Asn Gly Pro 
350 

Pro Asp Phe Pro 
365 

Ala Gin Phe 



<210> 3 
<211> 399 
<212> PRT 

<213> Mus musculus 



<400> 3 

Met Leu Leu Glu Ala Glu Leu Asp Cys His Arg Glu Arg Pro Gly Ala 
15 10 15 

Pro Gly Ala Ser Ala Leu Cys Thr Phe Ser Arg Thr Pro Glu lie Pro 
20 25 30 



Met Cys Ala Gly 
35 

Ala Leu Asp Arg 
50 

His Val Pro Leu 
65 

Cys Lys Asp Asp 



Gin Leu Gly lie 
100 

Val Tyr His Leu 
115 



Cys Asp Gin His 
40 

His Trp His Ser 
55 

Ala Glu Arg Cys 
70 

Phe Phe Lys Arg 
85 

Pro Pro Thr Gin 



His Cys Phe Ala 
120 



lie Leu Asp Arg 



Lys Cys Leu Lys 
60 

Phe Ser Arg Gly 
75 

Phe Gly Thr Lys 
90 

Val Val Arg Arg 
105 

Cys Val Val Cys 



Phe lie Leu Lys 
45 

Cys Ser Asp Cys 



Glu Ser Val Tyr 
80 

Cys Ala Ala Cys 
95 

Ala Gin Asp Phe 
110 

Lys Arg Gin Leu 
125 



Ala Thr Gly Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu Val Cys 
130 135 140 

Lys Ala Asp Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala Thr Ala 
145 150 155 160 

Lys Arg Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr Leu Lys 

165 170 175 

Ser Ala Tyr Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg Glu Gin 
180 185 190 

Leu Ser Ser Glu Thr Gly Leu Asp Arg Val Val Gin Val Trp Phe Gin 
195 200 205 

Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg Gin 
210 215 220 

Arg Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ser Arg Gly Ser Ser 
225 230 235 240 

Lys Ser Asp Lys Asp Ser lie Gin Glu Gly Gin Asp Ser Asp Ala Glu 

245 250 255 

Val Ser Phe Thr Asp Glu Pro Ser Met Ala Asp Met Gly Pro Ala Asn 
260 265 270 

Gly Leu Tyr Ser Ser Leu Gly Glu Pro Ala Pro Ala Leu Gly Arg Pro 
275 280 285 

Val Gly Gly Leu Gly Ser Phe Thr Leu Asp His Gly Gly Leu Thr Gly 
290 295 300 

Pro Glu Gin Tyr Arg Glu Leu Arg Pro Gly Ser Pro Tyr Gly lie Pro 

305 310 315 320 

Pro Ser Pro Ala Ala Pro Gin Ser Leu Pro Gly Pro Gin Pro Leu Leu 

325 330 335 

Ser Ser Leu Val Tyr Pro Asp Thr Asn Leu Ser Leu Val Pro Ser Gly 
340 345 350 

Pro Pro Gly Gly Pro Pro Pro Met Arg Val Leu Ala Gly Asn Gly Pro 
355 360 365 

Ser Ser Asp Leu Ser Thr Glu Ser Ser Ser Gly Tyr Pro Asp Phe Pro 
370 375 380 

Ala Ser Pro Ala Ser Trp Leu Asp Glu Val Asp His Ala Gin Phe 
385 390 395 



<210> 4 
<211> 395 
<212> PRT 

<213> Gallus gallus 
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<400> 4 

Met Leu Leu Glu Arg Val Arg Ala Gly Ser Glu Lys Ala Ala Glu Leu 
15 10 15 



Cys Pro Phe Pro Arg Ser Pro Glu lie Pro Leu Cys Ala Gly Cys Asn 
20 25 30 

Gin His lie Val Asp Arg Phe lie Leu Lys Val Leu Asp Arg His Trp 
35 40 45 

His Ser Lys Cys Leu Lys Cys Ser Asp Cys Gin Thr Gin Leu Ala Glu 
50 55 60 

Lys Cys Phe Ser Arg Gly Asp Gly Val Tyr Cys Lys Glu Asp Phe Phe 
65 70 75 80 

Lys Arg Phe Gly Thr Lys Cys Ala Ala Cys Gin Gin Gly lie Pro Pro 

85 90 95 

Thr Gin Val Val Arg Arg Ala Gin Asp Phe Val Tyr His Leu His Cys 
100 105 110 

Phe Ala Cys lie Val Cys Lys Arg Gin Leu Ala Thr Gly Asp Glu Phe 
115 120 125 

Tyr Leu Met Glu Asp Ser Arg Leu Val Cys Lys Ala Asp Tyr Glu Thr 
130 135 140 

Ala Lys Gin Arg Glu Ala Glu Ser Thr Ala Lys Arg Pro Arg Thr Thr 
145 150 155 160 

lie Thr Ala Lys Gin Leu Glu Thr Leu Lys Asn Ala Tyr Asn Asn Ser 

165 170 175 

Pro Lys Pro Ala Arg His Val Arg Glu Gin Leu Ser Ser Glu Thr Gly 
180 185 190 

Leu Asp Met Arg Val Val Gin Val Trp Phe Gin Asn Arg Arg Ala Lys 
195 200 205 

Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg Gin Arg Trp Gly Gin Tyr 
210 215 220 

Phe Arg Asn Met Lys Arg Ser Arg Gly Thr Ser Lys Ser Asp Lys Asp 
225 230 235 240 

Ser lie Gin Glu Glu Gly Pro Asp Ser Asp Ala Glu Val Ser Phe Thr 

245 250 255 

Asp Glu Pro Ser Met Ser Glu Met Ser His Ser Asn Gly lie Tyr Ser 
260 265 270 

Asn Leu Ser Glu Ala Ser Pro Ala Leu Gly Arg Gin Ala Gly Thr Asn 

275 280 285 



Gly Gly Phe Ser Leu Asp His Ser Gly lie Pro Ala Gin Asp Gin Tyr 



290 



295 



300 



His Asp Leu Arg 
305 

Ser Leu Gin Ala 



Tyr Pro Asp Ser 
340 

Pro Gin Ser Met 
355 

Ser Thr Gly Ser 
370 

Ser Trp Leu Asp 
385 



Ser Asn Ser Pro 
310 

Leu Pro Gly His 
325 

Gly Leu Gly lie 



Arg Val Leu Ala 
360 

Ser Gly Gly Tyr 
375 

Glu Val Asp His 
390 



Tyr Gly lie Pro 
315 

Gin Pro Leu lie 
330 

Met Gly Gin Gly 
345 

Gly Asn Gly Pro 



Pro Asp Phe Pro 
380 

Ala Gin Phe 
3 95 



Gin Ser Pro Ala 
320 

Ser Ser Leu Val 
335 

Gly Gin Gly Val 
350 

Ser Ser Asp Leu 
365 

Ala Ser Pro Ala 



<210> 5 
<211> 394 
<212> PRT 

<213> Xenopus laevis 
<400> 5 

Met Leu Leu Glu Arg Val Arg Thr Gly Thr Gin Lys Ser Ser Asp Met 
15 10 15 

Cys Gly Tyr Thr Gly Ser Pro Glu lie Pro Gin Cys Ala Gly Cys Asn 
20 25 30 

Gin His lie Val Asp Arg Phe lie Leu Lys Val Leu Asp Arg His Trp 
35 40 45 

His Ser Lys Cys Leu Lys Cys Asn Asp Cys Gin lie Gin Leu Ala Glu 
50 55 60 

Lys Cys Phe Ser Arg Gly Asp Ser Val Tyr Cys Lys Asp Asp Phe Phe 
65 70 75 80 

Lys Arg Phe Gly Thr Lys Cys Ala Ala Cys Gin Gin Gly lie Pro Pro 

85 90 95 

Thr Gin Val Val Arg Arg Ala Gin Glu Phe Val Tyr His Leu His Cys 
100 105 110 

Phe Ala Cys lie Val Cys Lys Arg Gin Leu Ala Thr Gly Asp Glu Phe 
115 120 125 

Tyr Leu Met Glu Asp Ser Arg Leu Val Cys Lys Ala Asp Tyr Glu Thr 
130 135 140 

Ala Lys Gin Arg Glu Ala Glu Ser Thr Ala Lys Arg Pro Arg Thr Thr 
145 150 155 160 
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lie Thr Ala Lys Gin Leu Glu Thr Leu Lys Asn Ala Tyr Asn Asn Ser 

165 170 175 



Pro Lys Pro Ala Arg His Val Arg 
180 

Leu Asp Met Arg Val Val Gin Val 
195 200 

Glu Lys Arg Leu Lys Lys Asp Ala 
210 215 

Phe Arg Asn Met Lys Arg Ser Arg 
225 230 

Ser lie Gin Glu Glu Gly Pro Asp 

245 



Glu Gin Leu Ser Ser Glu Thr Gly 
185 190 

Trp Phe Gin Asn Arg Arg Ala Lys 

205 

Gly Arg Gin Arg Trp Gly Gin Tyr 
220 

Gly Asn Ser Lys Ser Asp Lys Asp 
235 240 

Ser Asp Ala Glu Val Ser Phe Thr 
250 255 



Asp Glu Pro Ser Met Ser Glu Met Asn His Ser Asn Gly lie Tyr Asn 
260 265 270 

Ser Leu Asn Asp Ser Ser Pro Val Leu Gly Arg Gin Ala Gly Ser Asn 
275 280 285 

Gly Pro Phe Ser Leu Glu His Gly Gly lie Pro Thr Gin Asp Gin Tyr 
290 295 300 

His Asn Leu Arg Ser Asn Ser Pro Tyr Gly lie Pro Gin Ser Pro Ala 
305 310 315 320 

Ser Leu Gin Ser Met Pro Gly His Gin Ser Leu Leu Ser Asn Leu Ala 

325 330 335 

Phe Pro Asp Thr Gly Leu Gly lie lie Gly Gin Gly Gly Gin Gly Val 
340 345 350 

Ala Pro Thr Met Arg Val lie Gly Val Asn Gly Pro Ser Ser Asp Leu 
355 360 365 

Ser Thr Gly Ser Ser Gly Gly Tyr Pro Asp Phe Pro Val Ser Pro Ala 
370 375 380 

Ser Leu Asp Glu Val Asp His Thr Gin Phe 
385 390 



<210> 6 

<211> 398 

<212> PRT 

<213> Danio rerio 

<400> 6 

Met Leu Leu Glu His Pro Gly Ser Ser Cys Gin Asn Ala Gly Asn Tyr 
15 10 15 



Thr Arg Tyr Ser Ser Ser Gin Asp lie Pro Val Cys Ala Gly Cys Asn 
20 25 30 



Gin His lie Val Asp Arg Phe lie Leu Lys Val Leu Asp Arg His Trp 
35 40 45 



His Ser Lys Cys Leu Lys Cys Ser Asp Cys Gin Ser Gin Leu Ala Asp 
50 55 60 

Lys Cys Phe Ser Arg Gly Asp Ser Val Tyr Cys Lys Asp Asp Phe Phe 
65 70 75 80 

Lys Arg Phe Gly Thr Lys Cys Ala Ala Cys Gin Gin Gly lie Pro Pro 

85 90 95 

Thr Gin Val Val Arg Arg Ala Gin Asp Phe Val Tyr His Leu His Cys 
100 105 110 

Phe Ala Cys lie Val Cys Lys Arg Gin Leu Ala Thr Gly Asp Glu Tyr 
115 120 125 

Tyr Leu Met Glu Asp Ser Arg Leu Val Cys Lys Ala Asp Tyr Glu Thr 
130 135 140 

Ala Lys Gin Arg Glu Ala Asp Ser Thr Ala Lys Arg Pro Arg Thr Thr 
145 150 155 160 

lie Thr Ala Lys Gin Leu Glu Thr Leu Lys Asn Ala Tyr Asn Asn Ser 

165 170 175 

Pro Lys Pro Ala Arg His Val Arg Glu Gin Leu Ser Thr Glu Thr Gly 
180 185 190 

Leu Asp Met Arg Val Val Gin Val Trp Phe Gin Asn Arg Arg Ala Lys 
195 200 205 

Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg Gin Arg Trp Gly Gin Tyr 
210 215 220 

Phe Arg Asn Met Lys Arg Ser Arg Gly Thr Ser Lys Ser Asp Lys Asp 
225 230 235 240 

Ser Thr Gin Glu Asp Gly Met Asp Ser Asp Ala Glu Val Ser Phe Thr 

245 250 255 

Asp Glu Pro Pro Met Ser Asp Leu Gly His Ser Asn Gly lie Tyr Ser 
260 265 270 

Ser Leu Ser Glu Ser Ser Pro Ala Leu Ser Arg Gin Gly Gly Asn His 
275 280 285 

Pro Ala Phe Pro Leu Glu His Gly Ala lie lie Pro Ser Gin Glu Pro 
290 295 300 

Tyr His Asp lie Gin Ala Ser Ser Pro Tyr Ser Leu Pro Gin Ser Pro 
305 310 315 320 

Gly Pro Leu Gin Pro Leu Pro Arg His Gin Pro Leu lie Ser Ser Leu 

325 330 335 
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Val Tyr Pro Glu 
340 

Asp Met Thr Pro 
355 

Ser Asp Leu Ser 
370 

Ser Pro Ala Ser 
385 



Ser Gly Leu Pro 



Gly Val Arg Met 
360 

Thr Gly Ser Ser 
375 

Trp Leu Asp Glu 
390 



Met Ala Gly Gin 
345 

Met Ala Ala Gly 



Gly Gly Tyr Pro 
380 

Val Asp His Ala 
395 



Ser Gly Gly Gin 
350 

Asn Gly Pro Ser 
365 

Asp Phe Pro Ala 
Gin Phe 



<210> 7 
<400> 7 
000 



<210> 8 
<400> 8 
000 



<210> 9 
<211> 2160 
<212> DNA 

<213> Homo sapiens 
<400> 9 

ggcacgagcc ccgcacgacg cggcgggact tgggagcccc gaaccctcca ggggacgctg 60 
acctcggagg agcgcgtctc gcgccactcg gcctggtggc cgcgatgctg ctggaaacgg 12 0 
ggctcgagcg cgaccgagcg aggcccgggg ccgccgccgt ctgcaccttg ggcgggactc 180 
999 a 9 a tccc gctgtgcgct ggctgtgacc agcacatcct ggaccgcttc atcctcaagg 24 0 
ctctggaccg ccactggcac agcaagtgtc tcaagtgcag cgactgccac acgccactgg 3 00 
ccgagcgctg cttcagccga ggggagagcg tttactgcaa ggacgacttt ttcaagcgct 360 
tcgggaccaa gtgcgccgcg tgccagctgg gcatcccgcc cacgcaggtg gtgcgccgcg 42 0 
cccaggactt cgtgtaccac ctgcactgct ttgcctgcgt cgtgtgcaag cggcagctgg 480 
ccacgggcga cgagttctac ctcatggagg acagccggct cgtgtgcaag gcggactacg 54 0 
aaaccgccaa gcagcgagag gccgaggcca cggccaagcg gccgcgcacg accatcaccg 600 
ccaagcagct ggagacgctg aagagcgctt acaacacctc gcccaagccg gcgcgccacg 660 
tgcgcgagca gctctcgtcc gagacgggcc tggacatgcg cgtggtgcag gtttggttcc 720 
agaaccgccg ggccaaggag aagaggctga agaaggacgc cggccggcag cgctgggggc 7 80 
agtatttccg caacatgaag cgctcccgcg gcggctccaa gtcggacaag gacagcgttc 840 
aggaggggca ggacagcgac gctgaggtct ccttccccga tgagccttcc ttggcggaaa 900 
tgggcccggc caatggcctc tacgggagct tgggggaacc cacccaggcc ttgggccggc 960 
cctcgggagc cctgggcaac ttctccctgg agcatggagg cctggcaggc ccagagcagt 102 0 
accgagagct gcgtcccggc agcccctacg gtgtcccccc atcccccgcc gccccgcaga 1080 
gcctccctgg cccccagccc ctcctctcca gcctggtgta cccagacacc agcttgggcc 1140 
ttgtgccctc gggagccccc ggcgggcccc cacccatgag ggtgctggca gggaacggac 12 00 
ccagttctga cctatccacg gggagcagcg ggggttaccc cgacttccct gccagccccg 1260 
cctcctggct ggatgaggta gaccacgctc agttctgacc caggcccggc tccaccctgc 1320 
acctcacacg agggagctgc ccctgggtgg gcggctcggg gctgctgggg tttccgagga 1380 
agtggggcca gggcgtcaag ggagggctgg tgccttcgga gcctcccact gccgaccgca 1440 
cagctccctc tctgggggct gagggaccca cctggcccct cctctgacac agggctggcc 1500 
cgccaggtgg cctcccagca agccagcctt ttttgtaagc aaatttctcc cctttattga 1560 
ccaattaact gagcacttgc tgctatttct agacatgaaa tgtcaccttg ctgaggccca 162 0 



gcccagccca gcatagcccg agggctggaa aaacgctttc atctctaaaa ctgagaaatc 168 0 
atcataattg tgctttcact tcccaggctc catgtgtctt ggagccgtca ccccgaggct 174 0 
ccctctttag gtcggagatt ggccttgcct gtcgaggcaa gaggctgcag aggcggggac 1800 
acacctgtgt cctcctcacc ccaccccagg cccttggtgt ccaggctgca cccacagatg 1860 
tctgttgcca aacagcctgc cctccctgcc ggagccggct ctgccagccc cagattggga 1920 
agtctccccg ctggagaagg gtggggctcc tctgagcctg ccctgcctcc tccatcagat 1980 
cctttgggaa gaagtttctg ggagatgccc gcagctgtgc gtgccccaga cacaaaggct 2 04 0 
ggcctgtgtg taagtcaaag tcactcccgc aaacctgaat ctcgagctac ctattggttc 2100 
tgtgaatgtt ctgtgtcttt tatttattct cgggtgatca gctctttcca agctcgtgcc 2160 



_ a 



<210> 10 
<211> 397 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Leu Leu Glu Thr Gly Leu Glu Arg Asp Arg Ala Arg Pro Gly Ala 
15 10 15 

Ala Ala Val Cys Thr Leu Gly Gly Thr Arg Glu lie Pro Leu Cys Ala 
20 25 30 

Gly Cys Asp Gin His lie Leu Asp Arg Phe lie Leu Lys Ala Leu Asp 
35 40 45 

Arg His Trp His Ser Lys Cys Leu Lys Cys Ser Asp Cys His Thr Pro 
50 55 60 

Leu Ala Glu Arg Cys Phe Ser Arg Gly Glu Ser Val Tyr Cys Lys Asp 
65 70 75 80 

Asp Phe Phe Lys Arg Phe Gly Thr Lys Cys Ala Ala Cys Gin Leu Gly 

85 90 95 

lie Pro Pro Thr Gin Val Val Arg Arg Ala Gin Asp Phe Val Tyr His 
100 105 110 

Leu His Cys Phe Ala Cys Val Val Cys Lys Arg Gin Leu Ala Thr Gly 
115 120 125 

Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu Val Cys Lys Ala Asp 
130 135 140 

Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala Thr Ala Lys Arg Pro 
145 150 155 160 

Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr Leu Lys Ser Ala Tyr 

165 170 175 

Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg Glu Gin Leu Ser Ser 
180 185 190 

Glu Thr Gly Leu Asp Met Arg Val Val Gin Val Trp Phe Gin Asn Arg 
195 200 205 

Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg Gin Arg Trp 
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210 215 220 

Gly Gin Tyr Phe Arg Asn Met Lys Arg Ser Arg Gly Gly Ser Lys Ser 
225 230 235 240 

Asp Lys Asp Ser Val Gin Glu Gly Gin Asp Ser Asp Ala Glu Val Ser 

245 250 255 

Phe Pro Asp Glu Pro Ser Leu Ala Glu Met Gly Pro Ala Asn Gly Leu 
260 265 270 

Tyr Gly Ser Leu Gly Glu Pro Thr Gin Ala Leu Gly Arg Pro Ser Gly 
275 280 285 

Ala Leu Gly Asn Phe Ser Leu Glu His Gly Gly Leu Ala Gly Pro Glu 
290 295 300 

Gin Tyr Arg Glu Leu Arg Pro Gly Ser Pro Tyr Gly Val Pro Pro Ser 
305 310 315 320 

Pro Ala Ala Pro Gin Ser Leu Pro Gly Pro Gin Pro Leu Leu Ser Ser 

325 330 335 

Leu Val Tyr Pro Asp Thr Ser Leu Gly Leu Val Pro Ser Gly Ala Pro 
340 345 350 

Gly Gly Pro Pro Pro Met Arg Val Leu Ala Gly Asn Gly Pro Ser Ser 
355 360 365 

Asp Leu Ser Thr Gly Ser Ser Gly Gly Tyr Pro Asp Phe Pro Ala Ser 
370 375 380 

Pro Ala Ser Trp Leu Asp Glu Val Asp His Ala Gin Phe 
385 390 395 



<210> 11 

<211> 2190 

<212> DNA 

<213> Homo sapiens 

<400> 11 

cgcagcgccc agcagcaccc ggagtcgctt ggacgccggt tcggggctat tgcggggtgg 60 
cgtcgctggg cccgggaaag ttcgggactg gagagtggcg acgccgggcg gcgggaccca 120 
tggaggcgcg cggggagctg ggcccggccc gggagtcggc gggaggcgac ctgctgctag 180 
cactgctggc gcggagggca gacctgcgcc gagagatccc gctgtgcgct ggctgtgacc 240 
agcacatcct ggaccgcttc atcctcaagg ctctggaccg ccactggcac agcaagtgtc 3 00 
tcaagtgcag cgactgccac acgccactgg ccgagcgctg cttcagccga ggggagagcg 360 
tttactgcaa ggacgacttt ttcaagcgct tcgggaccaa gtgcgccgcg tgccagctgg 420 
gcatcccgcc cacgcaggtg gtgcgccgcg cccaggactt cgtgtaccac ctgcactgct 480 
ttgcctgcgt cgtgtgcaag cggcagctgg ccacgggcga cgagttctac ctcatggagg 540 
acagccggct cgtgtgcaag gcggactacg aaaccgccaa gcagcgagag gccgaggcca 600 
cggccaagcg gccgcgcacg accatcaccg ccaagcagct ggagacgctg aagagcgctt 660 
acaacacctc gcccaagccg gcgcgccacg tgcgcgagca gctctcgtcc gagacgggcc 72 0 
tggacatgcg cgtggtgcag gtttggttcc agaaccgccg ggccaaggag aagaggctga 780 
agaaggacgc cggccggcag cgctgggggc agtatttccg caacatgaag cgctcccgcg 840 
gcggctccaa gtcggacaag gacagcgttc aggaggggca ggacagcgac gctgaggtct 900 
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ccttccccga tgagccttcc ttggcggaaa tgggcccggc caatggcctc tacgggagct 960 
tgggggaacc cacccaggcc ttgggccggc cctcgggagc cctgggcaac ttctccctgg 102 0 
agcatggagg cctggcaggc ccagagcagt accgagagct gcgtcccggc agcccctacg 1080 
gtgtcccccc atcccccgcc gccccgcaga gcctccctgg cccccagccc ctcctctcca 1140 
gcctggtgta cccagacacc agcttgggcc ttgtgccctc gggagccccc ggcgggcccc 120 0 
cacccatgag ggtgctggca gggaacggac ccagttctga cctatccacg gggagcagcg 126 0 
ggggttaccc cgacttccct gccagccccg cctcctggct ggatgaggta gaccacgctc 1320 
agttctgacc caggcccggc tccaccctgc acctcacacg agggagctgc ccctgggtgg 13 8 0 
gcggctcggg gctgctgggg tttccgagga agtggggcca gggcgtcaag ggagggctgg 144 0 
tgccttcgga gcctcccact gccgaccgca cagctccctc tctgggggct gagggaccca 1500 
cctggcccct cctctgacac agggctggcc cgccaggtgg cctcccagca agccagcctt 1560 
ttttgtaagc aaatttctcc cctttattga ccaattaact gagcacttgc tgctatttct 1620 
agacatgaaa tgtcaccttg ctgaggccca gcccagccca gcatagcccg agggctggaa 168 0 
aaacgctttc atctctaaaa ctgagaaatc atcataattg tgctttcact tcccaggctc 174 0 
catgtgtctt ggagccgtca ccccgaggct ccctctttag gtcggagatt ggccttgcct 180 0 
gtcgaggcaa gaggctgcag aggcggggac acacctgtgt cctcctcacc ccaccccagg 186 0 
cccttggtgt ccaggctgca cccacagatg tctgttgcca aacagcctgc cctccctgcc 1920 
ggagccggct ctgccagccc cagattggga agtctccccg ctggagaagg gtggggctcc 198 0 
tctgagcctg ccctgcctcc tccatcagat cctttgggaa gaagtttctg ggagatgccc 2040 
gcagctgtgc gtgccccaga cacaaaggct ggcctgtgtg taagtcaaag tcactcccgc 2100 
aaacctgaat ctcgagctac ctattggttc tgtgaatgtt ctgtgtcttt tatttattct 2160 
cgggtgatca gctctttcca agctcgtgcc 2190 



<210> 12 
<211> 402 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Glu Ala Arg Gly Glu Leu Gly Pro Ala Arg Glu Ser Ala Gly Gly 
15 10 15 

Asp Leu Leu Leu Ala Leu Leu Ala Arg Arg Ala Asp Leu Arg Arg Glu 
20 25 30 

lie Pro Leu Cys Ala Gly Cys Asp Gin His lie Leu Asp Arg Phe lie 
35 40 45 

Leu Lys Ala Leu Asp Arg His Trp His Ser Lys Cys Leu Lys Cys Ser 
50 55 60 

Asp ' Cys His Thr Pro Leu Ala Glu Arg Cys Phe Ser Arg Gly Glu Ser 
65 70 75 80 

Val Tyr Cys Lys Asp Asp Phe Phe Lys Arg Phe Gly Thr Lys Cys Ala 

85 90 95 

Ala Cys Gin Leu Gly lie Pro Pro Thr Gin Val Val Arg Arg Ala Gin 
100 105 110 

Asp Phe Val Tyr His Leu His Cys Phe Ala Cys Val Val Cys Lys Arg 
115 120 125 

Gin Leu Ala Thr Gly Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu 
130 135 140 
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Val Cys Lys Ala Asp Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala 
145 150 155 160 

Thr Ala Lys Arg Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr 

165 170 175 

Leu Lys Ser Ala Tyr Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg 
180 185 190 

Glu Gin Leu Ser Ser Glu Thr Gly Leu Asp Met Arg Val Val Gin Val 
195 200 205 

Trp Phe Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala 
210 215 220 

Gly Arg Gin Arg Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ser Arg 
225 230 235 240 

Gly Gly Ser Lys Ser Asp Lys Asp Ser Val Gin Glu Gly Gin Asp Ser 

245 250 255 

Asp Ala Glu Val Ser Phe Pro Asp Glu Pro Ser Leu Ala Glu Met Gly 
260 265 270 

Pro Ala Asn Gly Leu Tyr Gly Ser Leu Gly Glu Pro Thr Gin Ala Leu 
275 280 285 

Gly Arg Pro Ser Gly Ala Leu Gly Asn Phe Ser Leu Glu His Gly Gly 
290 295 300 

Leu Ala Gly Pro Glu Gin Tyr Arg Glu Leu Arg Pro Gly Ser Pro Tyr 
305 310 315 320 

Gly Val Pro Pro Ser Pro Ala Ala Pro Gin Ser Leu Pro Gly Pro Gin 

325 330 335 

Pro Leu Leu Ser Ser Leu Val Tyr Pro Asp Thr Ser Leu Gly Leu Val 
340 345 350 

Pro Ser Gly Ala Pro Gly Gly Pro Pro Pro Met Arg Val Leu Ala Gly 
355 360 365 

Asn Gly Pro Ser Ser Asp Leu Ser Thr Gly Ser Ser Gly Gly Tyr Pro 
370 375 380 

Asp Phe Pro Ala Ser Pro Ala Ser Trp Leu Asp Glu Val Asp His Ala 
385 390 395 400 

Gin Phe 



<210> 13 
<211> 1658 
<212> DNA 
<213> Sus scrofa 
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<400> 13 

atgctgctgg aaacggagct ggcgggcgac cgagatcggc ccggggcccc cgcagccgcc 60 
gctgtctgca ccttacccgg gactcgggag atcccactgt gtgccggctg cgaccagcac 120 
atcctggacc gcttcatcct caaggctctg gaccgccact ggcacagcaa gtgcctcaag 180 
tgcagtgact gccacacgcc gctggccgag cgctgcttca gccgcggaga gagcctctac 240 
tgcaaggacg acttcttcaa gcgcttcggg accaagtgcg ccgcgtgcca gctgggcatc 300 
ccgcccacgc aggtggtgcg ccgcgcccag gacttcgtgt accacctgca ctgcttcgcc 360 
tgcgtcgtgt gcaagcggca gctggccacg ggcgacgagt tctacctcat ggaggacagc 420 
cggctcgtgt gcaaggccga ctacgagacc gccaagcagc gagaggccga ggccacggcc 480 
aagcggccgc gcacgaccat cacggccaag cagctggaga cgctgaagag cgcctacaac 540 
acgtcgccca agcccgcgcg ccacgtgcgc gagcagctct cctccgagac cggcctggac 600 
atgcgcgtcg tgcaggtgtg gttccagaac cgccgggcca aggaaaagcg gctcaagaag 660 
gacgccggcc ggcagcgctg gggccagtac tttcgtaaca tgaagcgcgc ccgcggtggc 72 0 
tccaagtcgg acaaggacag cgtccaggag gaggggcagg acagtgacgc cgaggtctcc 780 
ttcacagacg agccatccat ggccgaaatg ggccctgcca acggcctcta cggcggcctg 84 0 
ggggagcctg cccctgcctt gggccggccc tcgggggccc cgggcagctt cccgctggag 90 0 
cacggaggcc tggcgggccc ggagcagtat ggagagctgc gccccagcag cccctacggt 960 
gtcccctcgt cgcccgccgc cctgcagagc ctccctggcc cccagcccct cctctccagc 102 0 
ttggtgtacc cggaggctgg cttggggctt gtgcccgcgg ggcccccagg tgggccccca 1080 
cccatgaggg tgctggcagg gaacggaccc agctccgacc tatccacggg gagcagtggg 114 0 
ggctaccccg acttccctgc cagtcccgcc tcctggctgg acgaggtgga tcacgctcag 1200 
ttctgactga ggccccagct ccgtggagca ccagacacga gcactgcccc tggctgggtg 1260 
gtcgggagcc gcgctctcct ttcccgaagc cctgggcctc taaaggacac agggtcaccg 132 0 
gcggggcaca ggctgaggac tgtccagccc ggcggccctg gccccgggca gagggacttt 13 80 
ctcccggtct cgaggctcct tctgggacaa ggggagccac ctggtggctg ctcagcaagc 144 0 
cttgttttgt aagcagattc ctccctttat caaccaaaat taactgagtg cttgctgctc 1500 
tttctagacc ggagtggtca gcccccgaag ccggggaggg gggctctccc cagcccagag 1560 
cagcacagcc ctcagactgg aagatgcttt aatttttaaa attaaaaaat aatacgaact 1620 
gtgcttccat ttcccagctt cctctgtcta gttctgcc 1658 



<210> 14 

<211> 401 

<212> PRT 

<213> Sus scrofa 



<400> 14 

Met Leu Leu Glu Thr Glu Leu Ala 
1 5 

Pro Ala Ala Ala Ala Val Cys Thr 
20 

Leu Cys Ala Gly Cys Asp Gin His 
35 40 



Gly Asp Arg Asp Arg Pro Gly Ala 
10 15 

Leu Pro Gly Thr Arg Glu lie Pro 
25 30 

lie Leu Asp Arg Phe lie Leu Lys 

45 



Ala Leu Asp Arg His Trp His Ser Lys Cys Leu Lys Cys Ser Asp Cys 
50 55 60 

His Thr Pro Leu Ala Glu Arg Cys Phe Ser Arg Gly Glu Ser Leu Tyr 
65 70 75 80 

Cys Lys Asp Asp Phe Phe Lys Arg Phe Gly Thr Lys Cys Ala Ala Cys 

85 90 95 

Gin Leu Gly lie Pro Pro Thr Gin Val Val Arg Arg Ala Gin Asp Phe 
100 105 110 
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Val Tyr His Leu His Cys Phe Ala Cys Val Val Cys Lys Arg Gin Leu 
115 120 125 



Ala Thr Gly Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu Val Cys 
130 135 140 

Lys Ala Asp Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala Thr Ala 
145 150 155 160 

Lys Arg Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr Leu Lys 

165 170 175 

Ser Ala Tyr Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg Glu Gin 
180 185 190 

Leu Ser Ser Glu Thr Gly Leu Asp Met Arg Val Val Gin Val Trp Phe 
195 200 205 

Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg 
210 215 220 

Gin Arg Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ala Arg Gly Gly 
225 230 235 240 

Ser Lys Ser Asp Lys Asp Ser Val Gin Glu Glu Gly Gin Asp Ser Asp 

245 250 255 

Ala Glu Val Ser Phe Thr Asp Glu Pro Ser Met Ala Glu Met Gly Pro 
260 265 270 

Ala Asn Gly Leu Tyr Gly Gly Leu Gly Glu Pro Ala Pro Ala Leu Gly 
275 280 285 

Arg Pro Ser Gly Ala Pro Gly Ser Phe Pro Leu Glu His Gly Gly Leu 
290 295 300 

Ala Gly Pro Glu Gin Tyr Gly Glu Leu Arg Pro Ser Ser Pro Tyr Gly 
305 310 315 320 

Val Pro Ser Ser Pro Ala Ala Leu Gin Ser Leu Pro Gly Pro Gin Pro 

325 330 335 

Leu Leu Ser Ser Leu Val Tyr Pro Glu Ala Gly Leu Gly Leu Val Pro 
340 345 350 

Ala Gly Pro Pro Gly Gly Pro Pro Pro Met Arg Val Leu Ala Gly Asn 
355 360 365 

Gly Pro Ser Ser Asp Leu Ser Thr Gly Ser Ser Gly Gly Tyr Pro Asp 
370 375 380 

Phe Pro Ala Ser Pro Ala Ser Trp Leu Asp Glu Val Asp His Ala Gin 
385 390 395 400 

Phe 



15 



<210> 15 
<211> 1664 
<212> DNA 
<213> Sus scrofa 



<400> 15 

atggaagcgc gcggggagct gggccccagc cgggagtcgg cgggcggcga cctgctgctg 60 
gcgctgctgg cgcggaggga ggacctgcgc cgagagatcc cactgtgtgc cggctgcgac 12 0 
cagcacatcc tggaccgctt catcctcaag gctctggacc gccactggca cagcaagtgc 180 
ctcaagtgca gtgactgcca cacgccgctg gccgagcgct gcttcagccg cggagagagc 24 0 
ctctactgca aggacgactt cttcaagcgc ttcgggacca agtgcgccgc gtgccagctg 3 00 
ggcatcccgc ccacgcaggt ggtgcgccgc gcccaggact tcgtgtacca cctgcactgc 3 60 
ttcgcctgcg tcgtgtgcaa gcggcagctg gccacgggcg acgagttcta cctcatggag 420 
gacagccggc tcgtgtgcaa ggccgactac gagaccgcca agcagcgaga ggccgaggcc 4 80 
acggccaagc ggccgcgcac gaccatcacg gccaagcagc tggagacgct gaagagcgcc 540 
tacaacacgt cgcccaagcc cgcgcgccac gtgcgcgagc agctctcctc cgagaccggc 600 
ctggacatgc gcgtcgtgca ggtgtggttc cagaaccgcc gggccaagga aaagcggctc 660 
aagaaggacg ccggccggca gcgctggggc cagtactttc gtaacatgaa gcgcgcccgc 720 
ggtggctcca agtcggacaa ggacagcgtc caggaggagg ggcaggacag tgacgccgag 780 
gtctccttca cagacgagcc atccatggcc gaaatgggcc ctgccaacgg cctctacggc 840 
ggcctggggg agcctgcccc tgccttgggc cggccctcgg gggccccggg cagcttcccg 900 
ctggagcacg gaggcctggc gggcccggag cagtatggag agctgcgccc cagcagcccc 960 
tacggtgtcc cctcgtcgcc cgccgccctg cagagcctcc ctggccccca gcccctcctc 1020 
tccagcttgg tgtacccgga ggctggcttg gggcttgtgc ccgcggggcc cccaggtggg 1080 
cccccaccca tgagggtgct ggcagggaac ggacccagct ccgacctatc cacggggagc 1140 
agtgggggct accccgactt ccctgccagt cccgcctcct ggctggacga ggtggatcac 1200 
gctcagttct gactgaggcc ccagctccgt ggagcaccag acacgagcac tgcccctggc 1260 
tgggtggtcg ggagccgcgc tctcctttcc cgaagccctg ggcctctaaa ggacacaggg 1320 
tcaccggcgg ggcacaggct gaggactgtc cagcccggcg gccctggccc cgggcagagg 13 80 
gactttctcc cggtctcgag gctccttctg ggacaagggg agccacctgg tggctgctca 1440 
gcaagccttg ttttgtaagc agattcctcc ctttatcaac caaaattaac tgagtgcttg 1500 
ctgctctttc tagaccggag tggtcagccc ccgaagccgg ggaggggggc tctccccagc 1560 
ccagagcagc acagccctca gactggaaga tgctttaatt tttaaaatta aaaaataata 162 0 
cgaactgtgc ttccatttcc cagcttcctc tgtctagttc tgcc 1664 



<210> 16 
<211> 403 
<212> PRT 
<213> Sus scrofa 

<400> 16 

Met Glu Ala Arg Gly Glu Leu Gly Pro Ser Arg Glu Ser Ala Gly Gly 
15 10 15 

Asp Leu Leu Leu Ala Leu Leu Ala Arg Arg Glu Asp Leu Arg Arg Glu 
20 25 30 

lie Pro Leu Cys Ala Gly Cys Asp Gin His lie Leu Asp Arg Phe lie 
35 40 45 

Leu Lys Ala Leu Asp Arg His Trp His Ser Lys Cys Leu Lys Cys Ser 
50 55 60 

Asp Cys His Thr Pro Leu Ala Glu Arg Cys Phe Ser Arg Gly Glu Ser 
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65 



70 



75 



80 



Leu Tyr Cys Lys Asp Asp Phe Phe Lys Arg Phe Gly Thr Lys Cys Ala 

85 90 95 

Ala Cys Gin Leu Gly lie Pro Pro Thr Gin Val Val Arg Arg Ala Gin 
100 105 110 

Asp Phe Val Tyr His Leu His Cys Phe Ala Cys Val Val Cys Lys Arg 
115 120 125 

Gin Leu Ala Thr Gly Asp Glu Phe Tyr Leu Met Glu Asp Ser Arg Leu 
130 135 140 

Val Cys Lys Ala Asp Tyr Glu Thr Ala Lys Gin Arg Glu Ala Glu Ala 
145 150 155 160 

Thr Ala Lys Arg Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr 

165 170 175 

Leu Lys Ser Ala Tyr Asn Thr Ser Pro Lys Pro Ala Arg His Val Arg 
180 185 190 

Glu Gin Leu Ser Ser Glu Thr Gly Leu Asp Met Arg Val Val Gin Val 
195 200 205 

Trp Phe Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala 
210 215 220 

Gly Arg Gin Arg Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ala Arg 
225 230 235 240 

Gly Gly Ser Lys Ser Asp Lys Asp Ser Val Gin Glu Glu Gly Gin Asp 

245 250 255 

Ser Asp Ala Glu Val Ser Phe Thr Asp Glu Pro Ser Met Ala Glu Met 
260 265 270 

Gly Pro Ala Asn Gly Leu Tyr Gly Gly Leu Gly Glu Pro Ala Pro Ala 
275 280 285 

Leu Gly Arg Pro Ser Gly Ala Pro Gly Ser Phe Pro Leu Glu His Gly 
290 295 300 

Gly Leu Ala Gly Pro Glu Gin Tyr Gly Glu Leu Arg Pro Ser Ser Pro 
305 310 315 320 

Tyr Gly Val Pro Ser Ser Pro Ala Ala Leu Gin Ser Leu Pro Gly Pro 

325 330 335 

Gin Pro Leu Leu Ser Ser Leu Val Tyr Pro Glu Ala Gly Leu Gly Leu 
340 345 350 

Val Pro Ala Gly Pro Pro Gly Gly Pro Pro Pro Met Arg Val Leu Ala 
355 360 365 

Gly Asn Gly Pro Ser Ser Asp Leu Ser Thr Gly Ser Ser Gly Gly Tyr 
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370 375 380 

Pro Asp Phe Pro Ala Ser Pro Ala Ser Trp Leu Asp Glu Val Asp His 
385 390 395 400 

Ala Gin Phe 



<210> 17 
<400> 17 
000 



<210> 18 
<400> 18 
000 



<210> 19 
<211> 440 
<212> PRT 

<213> Drosophila melanogaster 
<400> 19 

Met Glu Leu Leu Lys Leu Met Met Phe Lys Ser Asp Phe Leu Ser Asn 
15 10 15 

Gly Lys Cys Asp Asp Arg Val Pro Pro lie Asn Leu Ser Gin Leu Pro 
20 25 30 

Glu Phe Leu Leu Ser Thr lie Pro Lys Cys Gly Gly Cys His Glu Leu 
35 40 45 

He Leu Asp Arg Phe He Leu Lys Val Leu Glu Arg Thr Trp His Ala 
50 55 60 

Lys Cys Leu Gin Cys Ser Glu Cys His Gly Gin Leu Asn Asp Lys Cys 
65 70 75 80 

Phe Ala Arg Asn Gly Gin Leu Phe Cys Lys Glu Asp Phe Phe Lys Arg 

85 90 95 

Tyr Gly Thr Lys Cys Ser Ala Cys Asp Met Gly He Pro Pro Thr Gin 
100 105 110 

Val Val Arg Arg Ala Gin Asp Asn Val Tyr His Leu Gin Cys Phe Leu 
115 120 125 

Cys Ala Met Cys Ser Arg Thr Leu Asn Thr Gly Asp Glu Phe Tyr Leu 
130 135 140 

Met Glu Asp Arg Lys Leu He Cys Lys Arg Asp Tyr Glu Glu Ala Lys 
145 150 155 160 

Ala Lys Gly Leu Tyr Leu Asp Gly Ser Leu Asp Gly Asp Gin Pro Asn 

165 170 175 
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Lys Arg Pro Arg Thr Thr lie Thr Ala Lys Gin Leu Glu Thr Leu Lys 
180 185 190 



Thr Ala Tyr Asn Asn Ser Pro Lys Pro Ala Arg His Val Arg Glu Gin 
195 200 205 

Leu Ser Gin Asp Thr Gly Leu Asp Met Arg Val Val Gin Val Trp Phe 
210 215 220 

Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala Gly Arg 
225 230 235 240 

Thr Arg Trp Ser Gin Tyr Phe Arg Ser Met Lys Gly Asn Cys Ser Pro 

245 250 255 

Arg Thr Asp Lys Phe Leu Asp Lys Asp Glu Leu Lys Val Asp Tyr Asp 
260 265 270 

Ser Phe Ser His His Asp Leu Ser Asn Asp Ser Tyr Ser Thr Val Asn 
275 280 285 

Leu Gly Leu Asp Glu Gly Ala Ser Pro His Ser He Arg Gly Ser Tyr 
290 295 300 

Met His Gly Ser Ser Ser Pro Ser Gin Tyr Pro Pro Ser Ser Arg Ser 
305 310 315 320 

Pro Pro Pro Val Gly Gin Gly His Thr Phe Gly Ser Tyr Pro Asp Asn 

325 330 335 

He Val Tyr Thr Asn He Asp Gin Ala Val Gly Ser Ser Leu His Ala 
340 345 350 

Ser Lys Ala His His Arg Leu His Ser Ser Asn Asn Val Ser Asp Leu 
355 360 365 

Ser Asn Asp Ser Ser Pro Asp Gin Gly Tyr Pro Asp Phe Pro Pro Ser 
370 375 380 

Pro Asp Ser Trp Leu Gly Asp Ser Gly Ser Thr Asn Thr Thr Ser Ala 
385 390 395 400 

Asn Asn Asn Ala Asn Asn Asn Ser Ser Arg Ser His Asn Asn Asn Asn 

405 410 415 

Ser Ser Gly Gly Gly Ser Gly Gly Val Ser Val Ser Thr Ala Pro Asn 
420 425 430 

Pro Ser Ala Pro Gly Val His Tyr 
435 440 



<210> 20 
<211> 367 
<212> PRT 

<213> Mus musculus 



19 



<400> 20 

Met Gin Gin lie Pro Gin Cys Ala Gly Cys Asn Gin His lie Leu Asp 
15 10 15 



Lys Phe lie Leu Lys Val Leu Asp Arg His Trp His Ser Ser Cys Leu 
20 25 30 

Lys Cys Ala Asp Cys Gin Met Gin Leu Ala Asp Arg Cys Phe Ser Arg 
35 40 45 

Ala Gly Ser Val Tyr Cys Lys Glu Asp Phe Phe Lys Arg Phe Gly Thr 
50 55 60 

Lys Cys Thr Ala Cys Gin Gin Gly lie Pro Pro Thr Gin Val Val Arg 
65 70 75 80 

Lys Ala Gin Asp Phe Val Tyr His Leu His Cys Phe Ala Cys lie lie 

85 90 95 

Cys Asn Arg Gin Leu Ala Thr Gly Asp Glu Phe Tyr Leu Met Glu Asp 
100 105 110 

Gly Arg Leu Val Cys Lys Glu Asp Tyr Glu Thr Ala Lys Gin Asn Asp 
115 120 125 

Asp Ser Glu Ala Gly Ala Lys Arg Pro Arg Thr Thr lie Thr Ala Lys 
130 135 140 

Gin Leu Glu Thr Leu Lys Asn Ala Tyr Lys Asn Ser Pro Lys Pro Ala 
145 150 155 160 

Arg His Val Arg Glu Gin Leu Ser Ser Glu Thr Gly Leu Asp Met Arg 

165 170 175 

Val Val Gin Val Trp Phe Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu 
180 185 190 

Lys Lys Asp Ala Gly Arg His Arg Trp Gly Gin Phe Tyr Lys Ser Val 
195 200 205 

Lys Arg Ser Arg Gly Gly Ser Lys Gin Glu Lys Glu Ser Ser Ala Glu 
210 215 220 

Asp Cys Gly Val Ser Asp Ser Glu Leu Ser Phe Arg Glu Asp Gin He 
225 230 235 240 

Leu Ser Glu Leu Gly His Thr Asn Arg He Tyr Gly Asn Val Gly Asp 

245 250 255 

Val Thr Gly Gly Gin Leu Met Asn Gly Ser Phe Ser Met Asp Gly Thr 
260 265 270 

Gly Gin Ser Tyr Gin Asp Leu Arg Asp Gly Ser Pro Tyr Gly He Pro 
275 280 285 

Gin Ser Pro Ser Ser He Ser Ser Leu Pro Ser His Ala Pro Leu Leu 
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290 

Asn Gly Leu Asp 
305 

Ala Gly Gin Gly 



Thr Ser Asp Leu 
340 

Thr Ser Pro Ala 
355 



295 

Tyr Thr Val Asp 
310 

Val Ser Gin Thr 
325 

Ser Thr Gly Ser 



Ser Trp Leu Asp 
360 



300 

Ser Asn Leu Gly 
315 

Leu Arg Ala Met 
330 

Ser Val Gly Tyr 
345 

Glu Met Asp His 



lie lie Ala His 
320 

Ala Gly Gly Pro 
335 

Pro Asp Phe Pro 
350 

Pro Pro Phe 
365 



<210> 21 
<211> 402 
<212> PRT 

<213> Mus raus cuius 



<400> 21 

Met Glu Ala Arg Gly Glu Leu Gly Pro Ala Arg Glu Ser Ala Gly Gly 
15 10 15 

Asp Leu Leu Leu Ala Leu Leu Ala Arg Arg Ala Asp Leu Arg Arg Glu 
20 25 30 

lie Pro Met Cys Ala Gly Cys Asp Gin His lie Leu Asp Arg Phe lie 
35 40 45 

Leu Lys Ala Leu Asp Arg His Trp His Ser Lys Cys Leu Lys Cys Ser 
50 55 60 

Asp Cys His Val Pro Leu Ala Glu Arg Cys Phe Ser Arg Gly Glu Ser 
65 70 75 80 



Val Tyr Cys Lys 



Ala Cys Gin Leu 
100 

Asp Phe Val Tyr 
115 

Gin Leu Ala Thr 
130 

Val Cys Lys Ala 
145 

Thr Ala Lys Arg 



Leu Lys Ser Ala 
180 



Asp Asp Phe Phe 
85 

Gly lie Pro Pro 



His Leu His Cys 
120 

Gly Asp Glu Phe 
135 

Asp Tyr Glu Thr 
150 

Pro Arg Thr Thr 
165 

Tyr Asn Thr Ser 



Lys Arg Phe Gly 
90 

Thr Gin Val Val 
105 

Phe Ala Cys Val 



Tyr Leu Met Glu 
140 

Ala Lys Gin Arg 
155 

lie Thr Ala Lys 
170 

Pro Lys Pro Ala 
185 



Thr Lys Cys Ala 
95 

Arg Arg Ala Gin 
110 

Val Cys Lys Arg 
125 

Asp Ser Arg Leu 



Glu Ala Glu Ala 
160 

Gin Leu Glu Thr 
175 

Arg His Val Arg 
190 
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Glu Gin Leu Ser Ser Glu Thr Gly Leu Asp Met Arg Val Val Gin Val 
195 200 205 



Trp Phe Gin Asn Arg Arg Ala Lys Glu Lys Arg Leu Lys Lys Asp Ala 
210 215 220 

Gly Arg Gin Arg Trp Gly Gin Tyr Phe Arg Asn Met Lys Arg Ser Arg 
225 230 235 240 

Gly Ser Ser Lys Ser Asp Lys Asp Ser lie Gin Glu Gly Gin Asp Ser 

245 250 255 

Asp Ala Glu Val Ser Phe Thr Asp Glu Pro Ser Met Ala Asp Met Gly 
260 265 270 

Pro Ala Asn Gly Leu Tyr Ser Ser Leu Gly Glu Pro Ala Pro Ala Leu 
275 280 285 

Gly Arg Pro Val Gly Gly Leu Gly Ser Phe Thr Leu Asp His Gly Gly 
290 295 300 

Leu Thr Gly Pro Glu Gin Tyr Arg Glu Leu Arg Pro Gly Ser Pro Tyr 
305 310 315 320 

Gly lie Pro Pro Ser Pro Ala Ala Pro Gin Ser Leu Pro Gly Pro Gin 

325 330 335 

Pro Leu Leu Ser Ser Leu Val Tyr Pro Asp Thr Asn Leu Ser Leu Val 
340 345 350 

Pro Ser Gly Pro Pro Gly Gly Pro Pro Pro Met Arg Val Leu Ala Gly 
355 360 365 

Asn Gly Pro Ser Ser Asp Leu Ser Thr Glu Ser Ser Ser Gly Tyr Pro 
370 375 380 

Asp Phe Pro Ala Ser Pro Ala Ser Trp Leu Asp Glu Val Asp His Ala 
385 390 395 400 



Gin Phe 



<210> 22 

<211> 8867 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ggcacgagcc ccgcacgacg cggcgggact 
acctcggagg agcgcgtctc gcgccactcg 
ggctcgagcg cgaccgagcg aggcccgggg 
ggggtaagcc ccagcaggac actgaggaca 
agggggtgcg tgcagggcca gcggccaggc 
cacagagatg gaaactgcag agagtgagtt 
acgctggcct gcaagagtgc gggacagcgg 
gcatcgcagg cacagctggg gggcgatggg 



tgggagcccc gaaccctcca ggggacgctg 60 
gcctggtggc cgcgatgctg ctggaaacgg 120 
ccgccgccgt ctgcaccttg ggcgggactc 180 
gaaacggcaa gggcggcaga ggcgcgagga 240 
aaagaaagtc ccgccgctct gcaggcggga 300 
tccagatccc agggtggcgg ggagggcctg 360 
ttggagtgga ggcccctaga aaaaaagggg 420 
gccgaccaag gggtgctagg ttcccccggt 480 
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gaccagtgcc cgtcagctct tgcacacagc ccggcccagg tctctggacc ccacagcagg 54 0 
ggacccaagc cttgtgtctc ccgcctgaac caccctcccc aagggccatt ccatcaccac 600 
ggacgctggg aaataatgga ggcattgttg gagggctggc cagatgccag cagggtgggc 660 
cgcctcctta acctggcgcc gccccttccc cagtcctgcc acacacgacc cctgatcgct 720 
tcggcagcag ctgacactca gccacctgca cccagcacag cccgcacaca ctcggctttg 780 
cacccgcgtg tccttgccct ggcccttctt gggtaacaag tgctgtgcaa agtgaagggg 84 0 
cagaaagctg gctgcatggg ccactgctca aaacggacac atcggacctg ctgggagcta 900 
99 a 999 a 999 actgtggttt cttgtgccca tccttctggg cctgggccct taaagctcac 960 
agtccagaag ccataggcag agtggacaga gtattgctgt gagacccaca gggagaggga 1020 
cctgcaggat ggcatcagcc cctggtcccc caacccttcc tgtgtgtttc tgcgcactgc 10 80 
cagggcaccc ctgctttgcc aagtcctgtg ctgccgaggg ccacccactg ctgtgttctt 1140 
ccccgggtgg ctgcccaggg ctggtgctgg cccagggccc tctgggcagg ggtgggtgcg 1200 
tccctctgcc tgcaaggaca ggtgggttct ggagagctca cctgtgtgga ctggggcaag 1260 
aggctgaaat atcaggtaag ggaccgtgtt ccaatggagc cggagtgctg ggggctggaa 132 0 
atggaaggtg tgccctgggg cttccccagc tcggcccctc acgacccgag gtcttggctg 1380 
cgtgtccagg acacagagcc tgttctctct caaggattgc ccttcctccc tgagccgtcc 1440 
ggggccgcag ttccaggggt ggagcccaga agcctgttag catctgggat cggtccggca 1500 
ccttgcggtt ccggtacgca gccctcggcg ccacactcac cccttctgcg tttcgggttg 1560 
agctcccgcc gaccatbtgc tgctcccgag gccaaacctc agcggcggga ggaccctgct 1620 
gccttctcga cccctctccc gggaacctta gccctcctgg cgtgtgctcc agctcaggcc 1680 
tctgcctctg gcccgctccg gcgcaggaag ctgcggggcc gggacgaacg ctggcgggaa 1740 
gccctgacct gggccctccc ttaccggtgc ccgccctcgg gccgggcacg cggggcggcc 1800 
tctgggcacc gcaggtcccg gcgcaaaggc gctcagagtc cgcagtggcc cgggctggtc 1860 
tccgcgaccc ccggccccgc cccgccccgc ggccccgccc cccggccgct ccgccctccg 1920 
ctcggccaga ggctccgggc cccagggcgg cccgcgggcg cagcgcccag cagcacccgg 1980 
agtcgcttgg acgccggttc ggggctattg cggggtggcg tcgctgggcc cgggaaagtt 2 040 
cgggactgga gagtggcgac gccgggcggc gggacccatg gaggcgcgcg gggagctggg 2100 
cccggcccgg gagtcggcgg gaggcgacct gctgctagca ctgctggcgc ggagggcaga 2160 
cctgcgccga ggtgggtgcc cgggccgagc ggctgcaccg gggagaccag gagatcctca 2220 
ggcctttccg ggcctggccg cggaggctgg caggagctag aggatctggg cgggagtggg 228 0 
cgcgaggacc ccggaacgtc cgcgcctggg cgcctcagcc tgtatttgtt gcagggcccc 2340 
tggcctgggt tgtcagggag tgagtgaggt tgtggcactg cgctgctccg gccagggagc 24 00 
tctcgggggt ccagggtggg cttaggagac ctctgcagcc cggagccagc tccctgggct 24 60 
ggaggaggcg cagggagcag tggcggggca gtgaccacgg gacaggaggg tccccaagaa 2520 
ggccgcccca gccggactct ttccacgttc cagcggaaca gagtcagatg caggggccaa 2580 
ggtcgagctg aactccgacc gtcggtctcc ccgaagccag gtttcagcgt ctgcgcccac 2 64 0 
agacacccgc tcggtttatc cccgctcagg gcccgtctgt aggaaaaagc ctctcttctc 2700 
caggcccccc agcttcctgg tggcaccact ctagctccca gcactttggt tcttagggaa 2760 
cctgggcagt tctcctcgac tcccgggcca ggtggagccg caggatgggg aaggaggccc 2 82 0 
cggagccagt 9999 a 9t9 a 9 ctgggaccggc cggcgggaag ggggttacat ccaggctgtg 2 880 
ggggctcgcg gttccctact tatttattta tttttcgacg gttcctggga ggggttggcc 294 0 
9 c 99999 ct 9 99999 c 99 a 9 a 9 a 99 aa 999 a 99 aa 99 a 99 actgcgcgcc cgcgctcggg 3 000 
agagctggcc ggagcgggcg ggctggcgtc caggctccgc cgaccccgcc atccctgaca 3060 
caggagcccc cgccagggct ggagtcgcca tgcagcgtaa ggctggggtc gcgggcgcgg 3120 
cgcggggtgg 9 ct 9999 c 99 cttttgcccg acgcgggcgc cggcggcgag ctgcggccga 3180 
ggcgctgtcc ggtccgcggt gctgaatccg cgctgtgtcg gcctgtcggg ccgccccgct 3240 
ccgaccgggt cctcgcctgc gatcgctgcc cacgatgggg accccgggcg cgcagcgggt 3300 
cctcgacgct ccgcacccgg agctgcggtt ttgccggatg cggggcgcat tcatcgccgg 3360 
tttcccgcca ctgcgtgggg aggcgcagcc cagttttttc cgccggaggt cgagggagcc 3420 
ccttcctggt gtctctcacc cactgggaga tgggctggag ccggcggggt ccacagccag 348 0 
ggaggcgggt gcaatatgtc agtaaatccc ggtcccttca gcgggcactc ctctcttcca 3 54 0 

gagacttttt ctaagtgaag agggagtcct cagcccttga cacctggaaa acccgctcac 3600 
agactcgagg ctcccacagg gcacccttgg acctccccag tgtggttcct ccagggggcc 3 660 
tgcagtattg aagtggggtg tggggggcag aagcagcggg aagccagacg tttgagtaac 3 720 
tctgncggtg ttgggggcac ccacgcttga cacaaagcca gtggatgggt ttgtccagtc 3 78 0 
cactcataag taattttgcg gctgcccaat gatggggaag gcattgatat ttaccccgga 3840 
ggcctgcaga cagggccacc aggcagggca gccacatttg cgaggagtcc ctagaaagag 3 900 
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tggccatgac gcttaacatg aaggagaccc 
aagacccgtt tccctatgtt tcctgccggg 
ttttcatttg agctccacat gcacccttct 
tcagcctcgt gaaatggcct gggctgcttt 
agtttcccct tagctcctga cataggatgc 
ccacttaagc tggctgggga agagggtgtg 
agtcctgtgg gccggagggg aggctggctc 
tcctggtcta cgaggtgacc cagaacttcc 
gctgtgacca gcacatcctg gaccgcttca 
gcaagtgtct caagtgcagc gactgccaca 
gggagagcgt ttactgcaag gacgactttt 
tgggagcgga gggcacgcct gccccaggga 
cctcgaagcc tgcgtctctc gcaatcccag 
gcggcctggc caaattaagg gtggggcctc 
ggctgggaca tcagcaagta ttatttcgaa 
agcagtcatt agagaagata cacccctatt 
aaattggtga tgttttagtt cctaatgctg 
atggctccag ctgtggggtg tgagggactg 
accttcccag atccagcatg ggtcctgcag 
ctgagattga ggttcccttc tcagtgggag 
cgaccaccct gcagggccgg acagagcctt 
tgccgctctc caacccgctc ggggcgaaat 
ctgtgcgtcc cgcaggcgct tcgggaccaa 
cacgcaggtg gtgcgccgcg cccaggactt 
cgtgtgcaag cggcagctgg ccacgggcga 
cgtgtgcaag gcggactacg aaaccgccaa 
ccacctttcc tggtctgaaa aaaatggggc 
aattctctcc ccaagcgctc actaaggggg 
gccgaggccg ggaacggcgg agtcacggac 
ccgaagtgtg cggcttttcg cccctggtcg 
ggctgggcca tacccacacc cttagaataa 
ggagaaggga gccaaggctg aaggcggggg 
ccgcccccgc ccccgcggca gaacccgccc 
gtgctgcccg tttttgccaa tcgctcccag 
gggatggggg tgggcacctg aggccccgac 
gggtccggcc ggggccggag gggctgccgc 
gaggccacgg ccaagcggcc gcgcacgacc 
agcgcttaca acacctcgcc caagccggcg 
acgggcctgg acatgcgtgt ggtgcaggtc 
ggccttgggg gcccccgcag agccgggcgg 
ttccagaacc gccgggccaa ggagaagagg 
gggcagtatt tccgcaacat gaagcgctcc 
gttcaggagg ggcaggacag cgacgctgag 
ggagctcggg ggggggacga gcgcgcgtcg 
ggatctgaat ttcccatgga gttagtggac 
cttacagaac ctgctccccc agcaccctcc 
ttttcccctg gtggggacac aatccctgtg 
gggctttctc atgggggggt gggcgtgtcc 
gtgattttta ggagaatggg cagtgcattt 
ttggagttgg gggagggggc tacctggggt 
ggggctggat tatttatttc attctccggg 
tgcccatcct cagaatgtgg acaagacact 
ctcactcagc cactctggaa ctaaatatcc 
tgcccccttc ctaggctgct gtggggctgg 
tcctgactct gatcccacca ggcctgagac 
gaggggcagg gacagccatg ctccaacagt 
tgtggggcag ccactctttc tctgacccag 



gatggggtgc cccagctcca ggtgatggtg 3 960 
cttcagagag cagatcccct tggggtgggg 402 0 
tggcactggc aacattttgt aattgagtat 4080 
cttgctcaca cacattttta gaccgatgtc 4140 
ggtgcctgca cactcccgga acttgcgggg 4200 
tagggaaagg aggacccctc ggcagccctg 4260 
gcgttggggt gggaaggtgg cttcactgcc 4320 
tcgtgcccac agagatcccg ctgtgcgctg 4 3 80 
tcctcaaggc tctggaccgc cactggcaca 4440 
cgccactggc cgagcgctgc ttcagccgag 4500 
tcaagtgagc cccgaaacct cacctcagtg 456 0 
ctcctcccct cacaatcacc aaggccaggc 4620 
cccactcctg tcacccaggc agggcaccct 4680 
tccatgggtg ctccctgggt ggctgggcct 474 0 
aaaaaagcaa tttattacct aaatcacaga 4800 
tgtaggattc tactggactt agttcctccg 4860 
gcacccagcg gctctggccc agtggccttc 4920 
gccccagatg ggtcctctcc ctccggattc 4 98 0 
gcaatggcgg ctgggctccc cgaggtcttt 504 0 
tgggcagctc tgccccggcg gccaggctgg 5100 
cctccggggc cgccttccca ggcagccgct 5160 
gagcctcgcg cttccgcgct gagcccggcc 522 0 
gtgcgccgcg tgccagctgg gcatcccgcc 52 80 
cgtgtaccac ctgcactgct ttgcctgcgt 5340 
cgagttctac ctcatggagg acagccggct 54 00 
gcagcgaggt cagccgaggg gacgacgctc 54 60 
tgaggccacg ctcagggggg cgtccgggga 552 0 
cctgggctag ggcggtgtag gcagcaggaa 5580 
agacccgcgt cccgaaccgc ttcgttcggt 564 0 
gaattatcgc cctaaattct tggccgcgaa 5700 
aggggagccc gcggggaaat cagggtgctt 5760 
cgccgtggag gtgcgatttt agggaaggcg 582 0 
tccgccggcg ccccctccac cccagcccgg 5880 
cgcccgcgcc ttccgagaag cctgtggggc 5940 
gtccccgcgc cggccggggt gggagggtgg 6000 
gcctcaccgc tcgcccgccg cgcagaggcc 6060 
atcaccgcca agcagctgga gacgctgaag 6120 
cgccacgtgc gcgagcagct ctcgtccgag 6180 
agcgctcgcc cctgcttccc tcccgcccgc 6240 
ccgctcaccc cgccccgccc ccaggtttgg 63 00 
ctgaagaagg acgccggccg gcagcgctgg 6360 
cgcggcggct ccaagtcgga caaggacagc 642 0 
gtctccttcc ccggtaggcg gagggatcgc 6480 
gcggggtcgc aggggtccca gggagcccgc 654 0 
tccttaagtt ctactttcaa aagcatttca 6600 
ccgccctggg tggccactcc ggaccactgc 6660 
gcccgacctg tccccaagct gggcgcctac 6720 
aggccgtctc tctggctcct agcccttgca 6780 
cgggaaagac tgagtcgaag tcccagctgc 6840 
cagggagaga aggttccata cccttctgtg 6900 
caccggggat gctgcgtccc catctgttga 6960 
ctcttttggg ctgcctcgtg acccgggcta 7020 
ttgtctgcaa aatgtgggtg gtggtatctg 70 80 
tcctgaaagc ctgggccctg gctgggctgt 7140 
acctgggctg actcaggggt gagggcagtg 72 00 
agaaggggcc tgtgctgacc tgtcatgtgg 7260 
gggtgcctcc gcctgcagga tgggactctg 7320 
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aggggccgca ggtggagggc aggcgctgac tgagcctctg cttctgttgc agatgagcct 73 80 
tccttggcgg aaatgggccc ggccaatggc ctctacggga gcttggggga acccacccag 7440 
gccttgggcc ggccctcggg agccctgggc aacttctccc tggagcatgg aggcctggca 7500 
ggcccagagc agtaccgaga gctgcgtccc ggcagcccct acggtgtccc cccatccccc 7560 
gccgccccgc agagcctccc tggcccccag cccctcctct ccagcctggt gtacccagac 7 620 
accagcttgg gccttgtgcc ctcgggagcc cccggcgggc ccccacccat gagggtgctg 7 680 
gcagggaacg gacccagttc tgacctatcc acggggagca gcgggggtta ccccgacttc 7740 
cctgccagcc ccgcctcctg gctggatgag gtagaccacg ctcagttctg acccaggccc 7800 
ggctccaccc tgcacctcac acgagggagc tgcccctggg tgggcggctc ggggctgctg 7860 
gggtttccga ggaagtgggg ccagggcgtc aagggagggc tggtgccttc ggagcctccc 7920 
actgccgacc gcacagctcc ctctctgggg gctgagggac ccacctggcc cctcctctga 7980 
cacagggctg gcccgccagg tggcctccca gcaagccagc cttttttgta agcaaatttc 8040 
tcccctttat tgaccaatta actgagcact tgctgctatt tctagacatg aaatgtcacc 8100 
ttgctgaggc ccagcccagc ccagcatagc ccgagggctg gaaaaacgct ttcatctcta 8160 
aaactgagaa atcatcataa ttgtgctttc acttcccagg ctccatgtgt cttggagccg 822 0 
tcaccccgag gctccctctt taggtcggag attggccttg cctgtcgagg caagaggctg 8280 
cagaggcggg gacacacctg tgtcttccgg gagaggcccc ctcctctccc cagaccacag 8340 
ggggcctctc tgcctccagc cccaccttcc ccgggagaag ctttccccaa tccccaggtc 8400 
tctagatcat tctgttctcg agtatcctgt ggaggaggca aaaatgcctg gcgccccttc 8460 
tctccaagct caattctcta agcccctcag ggtctcctcc tcaccccacc ccaggccctt 8520 
ggtgtccagg ctgcacccac agatgtctgt tgccaaacag cctgccctcc ctgccggagc 8580 
cggctctgcc agccccagat tgggaagtct ccccgctgga gaagggtggg gctcctctga 8640 
gcctgccctg cctcctccat cagatccttt gggaagaagt ttctgggaga tgcccgcagc 8700 
tgtgcgtgcc ccagacacaa aggctggcct gtgtgtaagt caaagtcact cccgcaaacc 8760 
tgaatctcga gctacctatt ggttctgtga atgttctgtg tcttttattt attctcgggt 8820 
gatcagctct ttccaagact tcaaaaaant gtcagttacc tcgtgcc 8867 



<210> 23 

<211> 182 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ggcacgagcc ccgcacgacg cggcgggact 
acctcggagg agcgcgtctc gcgccactcg 
ggctcgagcg cgaccgagcg aggcccgggg 

gg 



tgggagcccc gaaccctcca ggggacgctg 60 
gcctggtggc cgcgatgctg ctggaaacgg 120 
ccgccgccgt ctgcaccttg ggcgggactc 180 

182 



<210> 24 

<211> 212 

<212> DNA 

<213> Homo sapiens 

<400> 24 

cgcagcgccc agcagcaccc ggagtcgctt 
cgtcgctggg cccgggaaag ttcgggactg 
tggaggcgcg cggggagctg ggcccggccc 
cactgctggc gcggagggca gacctgcgcc 



ggacgccggt tcggggctat tgcggggtgg 60 
gagagtggcg acgccgggcg gcgggaccca 12 0 
gggagtcggc gggaggcgac ctgctgctag 180 
aa 212 



<210> 25 

<211> 2515 

<212> DNA 

<213> Homo sapiens 
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<400> 25 

ttgatattta ccccggaggc ctgcagacag ggccaccagg agggcagcca catttgcgag 6 0 
gagtccctat aaagagtggc catgacgctt aacatgaagg agacccgatg gggtgcccca 120 
gctccaggtg atggtgaaga cccgtttccc tatgtttcct gccgggcttc agagagcaga 180 
tccccctggg gtggggtttt catttgagct ccacatgcac ccttcttggc actggcaaca 24 0 
ttttgtaatt gagtattcag cctcgtgaaa tggcctgggc tgctttcttg ctcacacaca 3 00 
tttttagacc gatgtcagtt tccccttagc tcctgacata ggatgcggtg cctgcacact 3 60 
cccggaactt gcggggccac ttaagctggc tggggaagag ggtgtgtagg gaaaggagga 420 
cccctcggcg gccctgagtc ctgtgggccg gaggggaggc tggctcgcgt tggggtggga 480 
aggtggcttc actgcctcct ggtctacgag gtgacccaga acttcctcgt gcccacagag 540 
atcccgctgt gcgctggctg tgaccagcac atcctggacc gcttcatcct caaggctctg 600 
gaccgccact ggcacagcaa gtgtctcaag tgcagcgact gccacacgcc actggccgag 660 
cgctgcttca gccgagggga gagcgtttac tgcaaggacg actttttcaa gcgcttcggg 720 
accaagtgcg ccgcgtgcca gctgggcatc ccgcccacgc aggtggtgcg ccgcgcccag 7 80 
gacttcgtgt accacctgca ctgctttgcc tgcgtcgtgt gcaagcggca gctggccacg 840 
ggcgacgagt tctacctcat ggaggacagc cggctcgtgt gcaaggcgga ctacgaaacc 900 
gccaagcagc gagaggccga ggccacggcc aagcggccgc gcacgaccat caccgccaag 960 
cagctggaga cgctgaagag cgcttacaac acctcgccca agccggcgcg ccacgtgcgc 1020 
gagcagctct cgtccgagac gggcctggac atgcgcgtgg tgcaggtttg gttccagaac 1080 
cgccgggcca aggagaagag gctgaagaag gacgccggcc ggcagcgctg ggggcagtat 114 0 
ttccgcaaca tgaagcgctc ccgcggcggc tccaagtcgg acaaggacag cgttcaggag 1200 
gggcaggaca gcgacgctga ggtctccttc cccgatgagc cttccttggc ggaaatgggc 1260 
ccggccaatg gcctctacgg gagcttgggg gaacccaccc aggccttggg ccggccctcg 1320 
ggagccctgg gcaacttctc cctggagcat ggaggcctgg caggcccaga gcagtaccga 13 80 
gagctgcgtc ccggcagccc ctacggtgtc cccccatccc ccgccgcccc gcagagcctc 144 0 
cctggccccc agcccctcct ctccagcctg gtgtacccag acaccagctt gggccttgtg 1500 
ccctcgggag cccccggcgg gcccccaccc atgagggtgc tggcagggaa cggacccagt 1560 
tctgacctat ccacggggag cagcgggggt taccccgact tccctgccag ccccgcctcc 162 0 
tggctggatg aggtagacca cgctcagttc tgacccaggc ccggctccac cctgcacctc 1680 
acacgaggga gctgcccctg ggtgggcggc tcggggctgc tggggtttcc gaggaagtgg 1740 
ggccagggcg tcaagggagg gctggtgcct tcggagcctc ccactgccga ccgcacagct 1800 
ccctctctgg gggctgaggg acccacctgg cccctcctct gacacagggc tggcccgcca 1860 
ggtggcctcc cagcaagcca gccttttttg taagcaaatt tctccccttt attgaccaat 1920 
taactgagca cttgctgcta tttctagaca tgaaatgtca ccttgctgag gcccagccca 1980 
gcccagcata gcccgagggc tggaaaaacg ctttcatctc taaaactgag aaatcatcat 2 040 
aattgtgctt tcacttccca ggctccatgt gtcttggagc cgtcaccccg aggctccctc 2100 
tttaggtcgg agattggcct tgcctgtcga ggcaagaggc tgcagaggcg gggacacacc 2160 
tgtgtcctcc tcaccccacc ccaggccctt ggtgtccagg ctgcacccac agatgtctgt 2220 
tgccaaacag cctgccctcc ctgccggagc cggctctgcc agccccagat tgggaagtct 2280 
ccccgctgga gaagggtggg gctcctctga gcctgccctg cctcctccat cagatccttt 2340 
gggaagaagt ttctgggaga tgcccgcagc tgtgcgtgcc ccagacacaa aggctggcct 2400 
gtgtgtaagt caaagtcact cccgcaaacc tgaatctcga gctacctatt ggttctgtga 2460 
atgttctgtg tcttttattt attctcgggt gatcagctct ttccaagctc gtgcc 2515 



<210> 26 

<211> 2540 

<212> DNA 

<213> Homo sapiens 

<400> 26 

gatcgcttcg gcagcagctg acactcagcc acctgcaccc agcacagccc gcacacactt 60 

ggctttgcac ccgcgtgtcc ttgccctggc ccttcttggg taacaagtgc tgtgcaaagt 120 

gaaggggcag aaagctggct gcatgggcca ctgctcaaaa cggacacatc ggacctgctg 180 

ggagctagga gggagggact gtggtttctt gtgcccatcc ttctgggcct gggcccttaa 240 

agctcacagt ccagaagcca taggcagagt ggacagagta ttgctgtgag acccacaggg 300 

agagggacct gcaggatggc atcagcccct ggtcccccaa cccttcctgt gtgtttctgc 360 
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gcactgccag ggcacccctg cctttgccaa gtcctgtgct gccgagggcc acccactgct 420 
gtgttcttcc ccgggtggct gcccagggct ggtgctggcc cagggccctc tgggcagggg 4 80 
tgggtgcgtc cctctgcctg caaggacagg tgggttctgg agagctcacc tgtgtggact 54 0 
ggggcaagag gctgaaatat cagagatccc gctgtgcgct ggctgtgacc agcacatcct 600 
ggaccgcttc atcctcaagg ctctggaccg ccactggcac agcaagtgtc tcaagtgcag 660 
cgactgccac acgccactgg ccgagcgctg cttcagccga ggggagagcg tttactgcaa 72 0 
ggacgacttt ttcaagcgct tcgggaccaa gtgcgccgcg tgccagctgg gcatcccgcc 7 80 
cacgcaggtg gtgcgccgcg cccaggactt cgtgtaccac ctgcactgct ttgcctgcgt 840 
cgtgtgcaag cggcagctgg ccacgggcga cgagttctac ctcatggagg acagccggct 900 
cgtgtgcaag gcggactacg aaaccgccaa gcagcgagag gccgaggcca cggccaagcg 960 
gccgcgcacg accatcaccg ccaagcagct ggagacgctg aagagcgctt acaacacctc 102 0 
gcccaagccg gcgcgccacg tgcgcgagca gctctcgtcc gagacgggcc tggacatgcg 1080 
cgtggtgcag gtttggttcc agaaccgccg ggccaaggag aagaggctga agaaggacgc 1140 
cggccggcag cgctgggggc agtatttccg caacatgaag cgctcccgcg gcggctccaa 1200 
gtcggacaag gacagcgttc aggaggggca ggacagcgac gctgaggtct ccttccccga 1260 
tgagccttcc ttggcggaaa tgggcccggc caatggcctc tacgggagct tgggggaacc 132 0 
cacccaggcc ttgggccggc cctcgggagc cctgggcaac ttctccctgg agcatggagg 13 80 
cctggcaggc ccagagcagt accgagagct gcgtcccggc agcccctacg gtgtcccccc 144 0 
atcccccgcc gccccgcaga gcctccctgg cccccagccc ctcctctcca gcctggtgta 1500 
cccagacacc agcttgggcc ttgtgccctc gggagccccc ggcgggcccc cacccatgag 1560 
ggtgctggca gggaacggac ccagttctga cctatccacg gggagcagcg ggggttaccc 1620 
cgacttccct gccagccccg cctcctggct ggatgaggta gaccacgctc agttctgacc 1680 
caggcccggc tccaccctgc acctcacacg agggagctgc ccctgggtgg gcggctcggg 174 0 
gctgctgggg tttccgagga agtggggcca gggcgtcaag ggagggctgg tgccttcgga 1800 
gcctcccact gccgaccgca cagctccctc tctgggggct gagggaccca cctggcccct 1860 
cctctgacac agggctggcc cgccaggtgg cctcccagca agccagcctt ttttgtaagc 192 0 
aaatttctcc cctttattga ccaattaact gagcacttgc tgctatttct agacatgaaa 1980 
tgtcaccttg ctgaggccca gcccagccca gcatagcccg agggctggaa aaacgctttc 2040 
atctctaaaa ctgagaaatc atcataattg tgctttcact tcccaggctc catgtgtctt 2100 
ggagccgtca ccccgaggct ccctctttag gtcggagatt ggccttgcct gtcgaggcaa 2160 
gaggctgcag aggcggggac acacctgtgt cctcctcacc ccaccccagg cccttggtgt 222 0 
ccaggctgca cccacagatg tctgttgcca aacagcctgc cctccctgcc ggagccggct 2280 
ctgccagccc cagattggga agtctccccg ctggagaagg gtggggctcc tctgagcctg 2340 
ccctgcctcc tccatcagat cctttgggaa gaagtttctg ggagatgccc gcagctgtgc 2400 
gtgccccaga cacaaaggct ggcctgtgtg taagtcaaag tcactcccgc aaacctgaat 2460 
ctcgagctac ctattggttc tgtgaatgtt ctgtgtcttt tatttattct cgggtgatca 2520 
gctctttcca agctcgtgcc 2540 



<210> 27 

<211> 2070 

<212> DNA 

<213> Homo sapiens 

<400> 27 

gccccagtga gccctgggct ggaggtgatc acgcatgggg ctgccccggg gcacggcctg 60 
ggcactgcct tccagaggct gcatgccaga aggagatccc gctgtgcgct ggctgtgacc 120 
agcacatcct ggaccgcttc atcctcaagg ctctggaccg ccactggcac agcaagtgtc 180 
tcaagtgcag cgactgccac acgccactgg ccgagcgctg cttcagccga ggggagagcg 24 0 
tttactgcaa ggacgacttt ttcaagcgct tcgggaccaa gtgcgccgcg tgccagctgg 300 
gcatcccgcc cacgcaggtg gtgcgccgcg cccaggactt cgtgtaccac ctgcactgct 360 
ttgcctgcgt cgtgtgcaag cggcagctgg ccacgggcga cgagttctac ctcatggagg 420 
acagccggct cgtgtgcaag gcggactacg aaaccgccaa gcagcgagag gccgaggcca 4 80 
cggccaagcg gccgcgcacg accatcaccg ccaagcagct ggagacgctg aagagcgctt 540 
acaacacctc gcccaagccg gcgcgccacg tgcgcgagca gctctcgtcc gagacgggcc 600 
tggacatgcg cgtggtgcag gtttggttcc agaaccgccg ggccaaggag aagaggctga 660 
agaaggacgc cggccggcag cgctgggggc agtatttccg caacatgaag cgctcccgcg 720 
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gcggctccaa gtcggacaag gacagcgttc aggaggggca ggacagcgac gctgaggtct 7 80 
ccttccccga tgagccttcc ttggcggaaa tgggcccggc caatggcctc tacgggagct 84 0 
tgggggaacc cacccaggcc ttgggccggc cctcgggagc cctgggcaac ttctccctgg 900 
agcatggagg cctggcaggc ccagagcagt accgagagct gcgtcccggc agcccctacg 960 
gtgtcccccc atcccccgcc gccccgcaga gcctccctgg cccccagccc ctcctctcca 1020 
gcctggtgta cccagacacc agcttgggcc ttgtgccctc gggagccccc ggcgggcccc 1080 
cacccatgag ggtgctggca gggaacggac ccagttctga cctatccacg gggagcagcg 114 0 
ggggttaccc cgacttccct gccagccccg cctcctggct ggatgaggta gaccacgctc 1200 
agttctgacc caggcccggc tccaccctgc acctcacacg agggagctgc ccctgggtgg 1260 
gcggctcggg gctgctgggg tttccgagga agtggggcca gggcgtcaag ggagggctgg 1320 
tgccttcgga gcctcccact gccgaccgca cagctccctc tctgggggct gagggaccca 1380 
cctggcccct cctctgacac agggctggcc cgccaggtgg cctcccagca agccagcctt 1440 
ttttgtaagc aaatttctcc cctttattga ccaattaact gagcacttgc tgctatttct 1500 
agacatgaaa tgtcaccttg ctgaggccca gcccagccca gcatagcccg agggctggaa 1560 
aaacgctttc atctctaaaa ctgagaaatc atcataattg tgctttcact tcccaggctc 162 0 
catgtgtctt ggagccgtca ccccgaggct ccctctttag gtcggagatt ggccttgcct 1680 
gtcgaggcaa gaggctgcag aggcggggac acacctgtgt cctcctcacc ccaccccagg 1740 
cccttggtgt ccaggctgca cccacagatg tctgttgcca aacagcctgc cctccctgcc 1800 
ggagccggct ctgccagccc cagattggga agtctccccg ctggagaagg gtggggctcc 1860 
tctgagcctg ccctgcctcc tccatcagat cctttgggaa gaagtttctg ggagatgccc 1920 
gcagctgtgc gtgccccaga cacaaaggct ggcctgtgtg taagtcaaag tcactcccgc 1980 
aaacctgaat ctcgagctac ctattggttc tgtgaatgtt ctgtgtcttt tatttattct 204 0 
cgggtgatca gctctttcca agctcgtgcc 2070 



<210> 28 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Leu Leu Glu Thr Gly Leu Glu Arg Asp Arg Ala Arg Pro Gly Ala 
15 10 15 

Ala Ala Val Cys Thr Leu Gly Gly Thr Arg 
20 25 



<210> 29 
<211> 31 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Glu Ala Arg Gly Glu Leu Gly Pro Ala Arg Glu Ser Ala Gly Gly 
15 10 15 

Asp Leu Leu Leu Ala Leu Leu Ala Arg Arg Ala Asp Leu Arg Arg 
20 25 30 



<210> 30 
<400> 30 
000 



<210> 31 
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<211> 29 

<212> PRT 

<213> Sus scrofa 

<400> 31 

Met Leu Leu Glu Thr Glu Leu Ala Gly Asp Arg Asp Arg Pro Gly Ala 
15 10 15 

Pro Ala Ala Ala Ala Val Cys Thr Leu Pro Gly Thr Arg 
20 25 



<210> 32 
<400> 32 
000 



<210> 33 

<211> 31 

<212> PRT 

<213> Sus scrofa 

<400> 33 

Met Glu Ala Arg Gly Glu Leu Gly Pro Ser Arg Glu Ser Ala Gly Gly 
15 10 15 

Asp Leu Leu Leu Ala Leu Leu Ala Arg Arg Glu Asp Leu Arg Arg 
20 25 30 



<210> 34 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 34 

atgctgctgg aaacggggct eg 22 



<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 35 

ccgagtcccg cccaaggtgc 20 



<210> 36 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 36 

atggaggcgc gcggggagct 

<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 37 

ctcggcgcag gtctgccctc 

<210> 38 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 38 

gcgaccgagc gaggcccggg gccgc 

<210> 39 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe 
<400> 39 

cccggcccgg gagtcggcgg gaggc 

<210> 40 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe 
<400> 40 

ttccccgatg agccttcctt ggcggaa 
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<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 41 

ggcacgagcc ccgcacgacg 

<210> 42 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : alpha-GSU 
sequence 

<400> 42 

gatccggtac ttagctaatt aaatga 

<210> 43 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Lhx3 consensus 
binding sequence 

<400> 43 

gatcccagaa aattaattaa ttgtaa 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 44 

ggcacgagcc ccgcacgacg 

<210> 45 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
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<400> 45 

tttgaagtct tggaaagtgc 

<210> 46 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 46 

tgacctcgga ggagcgcgtc t 

<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 47 

tcgtccttgc agtaaacgct 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 48 

agcgtttact gcaaggacga 

<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 49 

cgcacttggt cccgaagcgc 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 50 

gcgcttcggg accaagtgcg 



<210> 51 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 51 

cggggaagga gacctcagcg t 

<210> 52 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 

<400> 52 

ggacaaggac agcgttcag 

<210> 53 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 53 

ctcccgtaga ggccattg 

<210> 54 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 54 

cgcaagcttc caccatgtgg gaggggcggc cacaggagct g 
<210> 55 
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<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 55 

cgggatccaa 9 ca gcgagag gccgaggcca egg 33 



<210> 56 
<211> 75 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 56 

cgcaagcttc caccatggag cagaagctga teagegagga ggacctgtgg gaggggegge 60 
cacaggagct gggag 75 



<210> 57 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 57 

caattaaccc tcactaaagg g 21 



<210> 58 
<211> 31 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 58 

eggaattcat gaataatgat gatactaatt c 31 



<210> 59 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 59 
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ccgctcgagg gatattagct tgtcttgcga tttc 



<210> 60 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 60 

C99gatcctg ggaggggcgg ccacaggagc tg 

<210> 61 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 61 

cggaattcag tcagaactga gcgtgatcc 

<210> 62 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 62 

cgggatccaa gcagcgagag gccgaggcca egg 

<210> 63 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<2 23> Description of Artificial Sequence : PCR primer 
<400> 63 

cggaattcag tcagaactga gcgtgatcc 

<210> 64 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence :PCR primer 
<400> 64 

acattaggta cttagctaat taaatgtg 

<210> 65 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 

<400> 65 

cacatttaat tagctaagta cctaatgt 

<210> 66 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 66 

acattaggta cttggcgcgc caaatgtg 

<210> 67 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 67 

cacatttggc gcgccaagta cctaatgt 

<210> 68 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 68 

cgggatccat gctggatcgg gatgtgggcc caac 

<210> 69 
<211> 32 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 69 

cggaattccg tcttctgctc cctggagctg tg 

<210> 70 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 70 

cggaattcta caacacctcg cccaagccgg 

<210> 71 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 71 

cggaattcgg aacgaggggc ccttgac 

<210> 72 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 72 

gatccaaaag gaaatgagag a 

<210> 73 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Description of Artificial Sequence: PCR primer 
<400> 73 

cagtgcaggt ggtacacgaa gtcct 
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<210> 74 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 74 

cagtgcaggt ggtacacgaa gtcct 



<210> 75 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 75 

ggacaaggac agcgttcag 

<210> 76 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 76 

ctcccgtaga ggccattg 

<210> 77 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe 
<400> 77 

ttccccgatg agccttcctt ggcggaa 

<210> 78 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 78 
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cggaattcta caacacctcg cccaagccgg 



<210> 79 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 79 

cggaattcgg aacgaggggc ccttgac 

<210> 80 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 80 

cgggatccga tcgcttcggc agcagctg 

<210> 81 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 81 

cgggatcctt gatatttacc ccggaggc 

<210> 82 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 82 

gcgaagcttg gaactgagcg tggtctacct ca 

<210> 83 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 83 

tacaagcttc gcgatgctgc tggaaacgg 

<210> 84 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 84 

tacaagctta ccatggaggc gcgcgggga 

<210> 85 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 85 

cccggtacca actgagcgtg gtctacctc 

<210> 86 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Description of Artificial Sequence: PCR primer 
<400> 86 

ggacaaggac agcgttcag 

<210> 87 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 87 

ctcccgtaga ggccattg 

<210> 88 
<211> 28 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Description of Artificial Sequence :PCR primer 
<400> 88 

cgggatccat gctgctggaa acggggct 2 8 



<210> 89 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 89 

cgggatccat ggaggcgcgc ggggagct 2 8 



<210> 90 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 90 

S cggaattctc agaactgagc gtggtcta 2 8 

L.3. 

y <210> 91 

0 <211> 20 

H <212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 91 

tggtcacagc ctgcacacat 2 0 



<210> 92 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 92 

aaccactgga ttagtgactg 20 
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<210> 93 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 93 

gaagttcagg gtcggaggg 



<210> 94 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PGR primer 
<400> 94 

tggtcacagc ctgcacacat 

<210> 95 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 95 

cagaaaatta attaattgta a 

<210> 96 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 96 

cgggatccat gctgctggaa acggggct 

<210> 97 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
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<400> 97 

cggaattctc agaactgagc gtggtcta 

<210> 98 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 98 

cgggatccat ggaggcgcgc ggggagct 

<210> 99 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 99 

cggaattctc agaactgagc gtggtcta 

<210> 100 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR primer 
<400> 100 

acattaggta cttagctaat taaatgtg 

<210> 101 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 101 

cacatttaat tagctaagta cctaatgt 

<210> 102 
<211> 192 
<212> DNA 
<213> Homo sapiens 
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<400> 102 

tcttccggga gaggccccct cctctcccca 
caccttcccc gggagaagct ttccccaatc 
tatcctgtgg aggaggcaaa aatgcctggc 
cccctcaggg tc 



gaccacaggg ggcctctctg cctccagccc 60 
cccaggtctc tagatcattc tgttctcgag 120 
gccccttctc tccaagctca attctctaag 180 

192 



<210> 103 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 103 

caaccgctgt cccgcactct t 21 



<210> 104 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 104 

gaaagttcgg gactggagag t 21 



<210> 105 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 105 

cagtgccaca acctcactca 20 



<210> 106 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 106 

tacgaggtga cccagaactt 2 0 



<210> 107 
<211> 20 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 107 

cctggccttg gtgattgtga 

<210> 108 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 108 

tttcagacca ggaaaggtgg 

<210> 109 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 109 

cgaaatgagc ctcgcgcttc 

<210> 110 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 110 

gctgccgcgc ctcaccgct 

<210> 111 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PGR primer 
<400> 111 

aggagtccac taactccatg 
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<210> 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 112 

cgctgactga gcctctgctt 

<210> 113 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :PCR primer 
<400> 113 

cctcgtgtga ggtgcagggt 
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